SUPPLEMENTARY MATERIALS

Supplementary Figures
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Supplementary Figure 1. Identification and analysis of DEGs. After the inclusion and exclusion, a total of 249 genes with log2 fold

change (log2 |FC|) >1, FDR adjusted P < 0.001) were identified finally. All those genes were up-regulated.

IFTA-

STA

L = F

S S

uojssaidxe YNY 8ZIAI PoZIIeULION

IFTA-I

STA

| L = T

r
wn
-

10
5

uoissaidxa YNY VINZO pPazilewioN

oI
H
i TE.A
Hi g
FE s e
uojssaidxe YN MINZO Pozijew oN

IFTA-l

STA

.

5
104
54

1

uojssaidxa YNY ¥ 27| pazijewioN

HIH
Halls
)

r T T T
o~ o © © <
- -

IFTA-l

IFTA

STA

uoissaidxa YNY §109 PozjewioN

IFTA-l

IFTA

STA

H
Tl
all

W W [ =)

uojssaidxe YNY 2509 PazZijewoN

Supplementary Figure 2. RNA expressions of the key genes. The gene expressions of GZMK, GZMA, EVI2B, CD52, CCL5, and IL7R had

significant differences among the STA, IFTA, and IFTA-I groups. *P < 0.05, ***P < 0.001, ****P < 0.0001.
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Supplementary Figure 3. ROC curve of the key genes. ROC curves showed that CCL5, CD52, EVI2B, GZMA, GZMK, and IL7R could be
also used for differentiate IFTA-l from IFTA and STA respectively.
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Supplementary Figure 4. ROC and graft loss prediction analysis. ROC and survival analysis of GZMA, CD52, GZMK, EVI2B, IL7R, and

CCLS.
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