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Supplementary Figure 1. Spearman’s correlation tests indicated positive correlations between the ssGSEA score of the VEGF
signaling pathway and the ssGSEA scores of 28 immune cell types.
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Supplementary Figure 2. The relative cell fractions of most immune cells estimated by the CIBERSORT algorithm appeared to be
similar (A, B). Higher fractions of M1 macrophages, MO macrophages, and gamma delta T cells were observed in the high VEGF score
subtype (A and C).
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Supplementary Figure 4. Correlations between the 66 immune marker expression scores in patients of the high VEGF score
subtype.
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Supplementary Figure 5. Correlations between the 66 immune marker expression scores in patients of the low VEGF score

subtypes.
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Supplementary Figure 6. The VEGF signaling pathway obtained from the KEGG pathway database
(KEGG_VEGF_SIGNALING_PATHWAY).

WWW.aging-us.com

3 AGING



