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Supplementary Figure 1. Genomic distribution of CpG sites which were captured in reduced representation bisulfite
sequencing.
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Supplementary Figure 2. Principle component analysis displaying no separation of sample sex.
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Plate 1, cor = 0.97, p-value < 2.20 x 10"®

Predicted Age (Weeks)

Chronological Age (Weeks)

Supplementary Figure 3. Correlation between the chronological and predicted age in

were run in triplicate.
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Plate 2, cor = 0.96, p-value < 2.20 x 10"*

Plate 3, cor = 0.97, p-value <2.20 x 10*®
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zebrafish by multiplex PCR. Samples
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Supplementary Figure 4. Absolute error rate of samples by multiplex PCR over increasing age.
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A cor = 0.62, p-value = 0.00028 B
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Supplementary Figure 5. Methylation-sensitive PCR to estimate age in zebrafish. (A) Correlation between the chronological and
predicted age and (B) the absolute error rate in age estimation.
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