SUPPLEMENTARY FIGURE

. =
@ CSNK2A1
EMly | F alpha S ,@...\'n\
\

xr\u\.\,
b HELLS
7z

@ o
ZNF331 ZNF562
(o]
o 2 @ TINMO
ZFP1A ® ZHES 2NF130 ZNF538
ZNF 141
D
ZNF714
@
mRNA capping TNFRSF13C ZNF7808B ~“coxis
TNF receptor e ] E
o ZNF520 ZNF132 ZNF347
superfamily ®
ZNFW&')"l -
(TNFSF) members erpes/simplex 2
> L =i
mediating virus Al infectiof™ =
" o Q (]
non-canonical RBAK @ L® . zZNFe4 ZNF225  YWHAE
ZNFo7s  2NF223
NF-kB pathway
® 3 °
/ RNAPol Il CTD phosphorylation and zr“w‘.’-e ZNF510 SEC31A TP53 Regulates Metabolic Genes
intet action with CE nhess
)
° . PRKAB2
MBTPS2
Sterol Regulatory
coxo

RNAPolymerase Il Tra

I
|

Element-Binding
Proteins (SREBP)

signalling

Lation

R NA Aminoacy

amino acid
activation

HIV Transetiption Initiation

RNA Polymerase Il Tran
Pre-Initiation And Promot:

Supplementary Figure 1. Gene set analysis of genes with negative logistic regression. GSA terms are interconnected with their

associated genes. Related GSA terms are indicated by the same color. Abbreviation: GSA: Gene Set Analysis.
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