SUPPLEMENTARY FIGURES

>
-

1
I
z
4
H

hsa-mir-1866
hsa-mir-548f-1

[oX:]
08
hsa-mir-5571

06

hsa-mir-142

Sensitivity

04

Overal survial
o8
-
el
-
A
A
. hsa-mir-142
e
9
2
o
3
X
o o
& =

V%

8 9% Tl 1.2147 - 23128

Logrank P=0.00148

HR= 165426

nibigh)= 227

nflow = 227

3 i

4 - o

/
- hsa-mir-5571 D
B — risk score (AUC=0.634) | o 0
a0 02 04 06 08 10 =

: S
1-Specificity Time (years)
T 0 =02
® High risk | hsa-mir-196b 047
* low Risk | 04
: r -06
. . - E hsa-mir-548f-1
T T T T 08
0 100 200 300 400

02

04
/
J’jj

00

o

Risk score
2 4 8 8 10

C Patients (increasing risk socre) '
g w _| ® Dead : H
é‘, - * Alve , - . G pvalue Hazard ratio !
E§ 77 . . . 1
T ool s it L. P e et ey et ot 1
H LS - o %% N " ssp Vole s ol » _
3 o | %"M'WM%‘,WW el | o 0488 1.011(0.995-1.028) "
0 100 200 300 400 |
E Patients (nereasing ik sosre) gender 0709 1.063(0.771-1.465) —l—
type ‘W-D'hq' ]
[o—— Bl stage <0.001 1.674(1.440-1.945) : ——
2 '
reemenz T <0.001 1.504(1.229-1.839) : —_—
hsa-mir-s4si-1 0 |
N <0.001 1.678(1.399-2.012) : —_—
hsa-mir-5571 '
riskScore  <0.001 1.531(1.344-1.744) e
I T I T 1
0.0 05 1.0 1.5 2.0
Hazard ratio
H pvalue Hazard ratio !
'
1
age 0.063 1.016(0.999-1.033) ']
]
I
gender 0.891 1.024(0.731-1.433) —l—
1
|
stage 0.007 1.374(1.091-1.731) e e —
|
|
T 0.296 1.122(0.904-1.392) |_l_._|l
|
N 0.086 1.249(0.969-1.610) II—I—|
|
riskScore <0.001 1.439(1.237-1.674) : ——
I

I T 1
0.0 0.5 1.0 1.5

Hazard ratio

Supplementary Figure 1. Prognostic signature analysis of key DEmiRNAs. (A) ROC curve. The 3-year AUC of the 4-miRNA signature
(mir-196b, mir-142, mir-548f-1, mir-5571) was 0.634 in the ROC curve. (B) Risk score distribution. According to the median risk score, the
patients were divided into the high- and low-risk groups. (C) Survival overview. The distribution of survival times of LUAD patients in the high-
and low-risk subgroups. (D) Survival curve. LUAD patients had a higher HR and a lower OS in the high-risk group (p=0.00149, HR=1.6643,
95%Cl=1.2147-2.3129). (E) The expression heatmap of four miRNAs. Two miRNAs (mir-196b and mir-548f-1) were highly expressed and 2
miRNAs (mir-142 and mir-5571) were lowly expressed in the high-risk group. (F) The expression correlations among 4 miRNAs. The
correlations among 4 miRNAs were low in expression. (G, H) Independently prognostic analysis. The 4-miRNA risk signature was significantly
correlated with the survival of LUAD patients by a univariate (p<0.001, HR=1.531, 95%ClI=1.344-1.744) and a multivariate (p<0.001, HR=1.439,
95%Cl=1.237-1.674) Cox regression analyses. ROC, receiver operating characteristic; AUC, area under the curve; LUAD, lung adenocarcinoma;
HR, hazard ratio; OS, overall survival; Cl, confidence interval.
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DEIncRNAs associated with the OS of LUAD patients
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Supplementary Figure 2. Survival curves of DERNAs in the ceRNA network.
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Supplementary Figure 3. Survival curves of 16 genes.
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