SUPPLEMENTARY TABLES

Supplementary Table 1. The primers for RT-qPCR assay.

Genes Forward Reverse

UBE2MP1 5’-AGATCCAGACGACCTCCTCAA-3 5’-CCATCCCGCATGGATGGCT-3’
UBE2M 5’- CCTGCCCAAGACGTGTGATA -3’ 5’- CCCTGGCCCACCTTAAAACT -3’
miR-145-5p 5’-CTCAACTGGTGTCGTGGATCCCTAAG-3’ 5’-ACACTCCAGCTGGGGTCCAGTTTTCCCAG-3’

Supplementary Table 2. The selected sequences of the predicted miR-145-5p binding site of the UBE2MP1
transcript and the 3’-UTR of RGS3 mRNA, along with the relative mutated sequences.

Genes Sequence including the binding site Relative mutated sequence
(202 bp)
UBE2MP1 5’- 5.

ccagggttacccgcatgatccccccaaggtgaagtgtgagacaatgg — gacgctaagcgggaagttgcgcgcaacgagtactctcacagattcgacaa

tctatcaccccaacattgaaatcgagggcaacgtctgcectcaacatcct — actcgcgatcttagtattggtgcggatcctgtcegtgatettgcactgtgtgta

cagagagaactggaagccagtccttacgataaactccataatttatggc  gtggtaccgactgcattccaaatagtgctttaataaagccgtccagaaacac

ctgcagtatctctacttggagcccaacceccgaggacceactgaacaa  aagtagcaccgctagcgcecacgtcgcetcagtagatgtagggecctc-3’
gaaggccgca-3’

3’-UTR of 5’- 5.

RGS3 mRNA  tcgtcccgggceaccggtggcaggceagetggcecttctggactaaggca — acctcccgeggagcecgagectgectggtgggeatgtcgtcaatgectgge
gcctggggggacactgcagtctggcetacacacagagatctggcacc  agcgegcagagtcctgacagccaagagagacacaacagectcgegeag
ccctgggtggagtgtecctcgggggctttgggaaageatggeacect  cgageactctgegtggegeggtatcgeataccttcggagegtgacagcetcet
cagaccacacagtagccaagttctggagcaaataaaaggcectgtgtta  ctgaaccgatgatgtcgtggataaatatgcegtctctaaatacatctacatca

tttcttgttcttga-3° -3
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