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Supplementary Figure 1. Prognosis of DOCK11 in pancreatic cancer. Kaplan-Meier survival curve of DOCK11 in pancreatic cancer
data set from GEPIA database.
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Supplementary Figure 2. ERAP2 involved in the classic AKT/mTOR pathway. (A) KEGG pathway analysis to validate the effects of
ERAP2. (B) The correlation between ERAP2 and AKT was analyzed by GEPIA analysis tool. (C) The correlation between ERAP2 and mTOR was
analyzed by GEPIA analysis tool. (D) The regulatory network of ERAP2 is constructed using IPA software.
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