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Supplementary Figure 1. Representative epigenetic clocks from each datatype. (A, B) show results for the epigenetic clock
constructed using CpG methylation data, (C, D) show results for the epigenetic clock constructed using regional methylation (RM) data, (E,
F) show results from an epigenetic clock based on regional entropy (RE) data, and (G, H) show results from the epigenetic clock based on
regional disorder (RD) data. Panel (1) indicates the number of predictors comprising each clock.

The relationship between regional disorder (RD) and regional entropy (RE) across the lifespan
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Supplementary Figure 2. The relationship between average regional disorder and average regional entropy across the
lifespan of mice. Samples are broken up into distinct life stages which are denoted by different colors (immature — red, mature — orange,
middle-aged — yellow, old — green, and very old — blue).
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Supplementary Figure 3. Variation in average regional disorder increases with increasing values of average regional entropy.
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