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This article has been corrected: The authors corrected two mistakes in Table 2. hsa-miR-147b, which had an
expression coefficient of -0.054, was mistakenly labeled as “Up-regulated” but should have been labeled
"Down-regulated." hsa-miR-6715a, which had an expression coefficient of 0.072, was mistakenly labeled as
"Down-regulated" but should have been labeled "Up-regulated.” These corrections do not influence the results or
the conclusions drawn in the article.

The corrected version of Table 2 is provided below.

Table 2. Six prognostic miRNAs significantly associated with OS in the primary cohort.

Name Coefficient Type Down/up-regulated HR 95%ClI P value
hsa-miR-147b -0.054 Protective Down 0.947 0.902-0.995 0.032
hsa-miR-549a 0.289 Risky Up 1.336 1.140-1.564 <0.001
hsa-miR-6715a 0.072 Risky Up 1.075 1.029-1.122 0.001
hsa-miR-4501 0.026 Risky Up 1.026 1.009-1.044 0.004
hsa-miR-7974 0.158 Risky Up 1.171 1.083-1.266 <0.001
hsa-miR-4675 0.068 Risky Up 1.07 1.012-1.132 0.018

Abbreviations: OS, overall survival; Cl, confidence interval.
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