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The Supplementary Tables are found in full version of
this manuscript.
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Supplementary Figure 1. MA plots showing the distribution of gene expression plotted against log(fold change)
for each gene in each pair wise comparison of P1, P3 and P10. All expression data are from the left ventricle. Red
dots indicate differentially expressed genes (Padj < 0.05), black dots indicate non-differentially expressed genes.
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