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Supplementary Figure 1. Kaplan-Meier survival curves of OS according to low or high risk scores stratified by age, IDH mutation status,
pharmaceutical therapy, and radiation therapy in the TCGA training cohort (A), CGGA Batch-1 validation cohort (B), and CGGA Batch-2
validation cohort (C).
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Supplementary Figure 2. Kaplan-Meier survival curves of age, pharmaceutical therapy, radiation therapy, and IDH mutation status for the
OS of patients in the TCGA training cohort, CGGA Batch-1 validation cohort, and CGGA Batch-2 validation cohort.

AGING

WWWw.aging-us.com 2



High risk group Low risk group
AT BTG TGO R P st o e R oRTOEN A ORkGT I

plot: KEGG_LY: F  Enrichment plot: KEGG_REGULATION_OF_AUTOPHAGY
& DHN N ‘k
&
|
5N o w'\JN

T NN RN

025

s cuas 210 oo Eenpp

ewt (e gatienly 0

© 5000 10000 19000 20,000 20000 3, 0 5000 10000 10000 oD 25000 L0 3 £o0 amoo mone

x
= Rank in rosren Datasst Rank in Ordered Datasst

e = | Erchmeriagie—His _ Rawnmercsmresl — — — = = —His. _ Raoki T M -

Bl Enrichment plot: G Enrichment plot: KEGG_MAPK_SIGNALING_PATHWAY |
KEGG_CYTOKINE_CYTOKINE_RECEPTOR_INTERACTIO | W& |
| e | " |
| G oos |
o | § |
8 oas 3 om |
[ | §o= !
| 2w En |
o | & |
I 5o ais |
5 am | om |
| | !
[ |z | |
g 3 LT T
g e - | Sos |
| Box 5
| ¢ I
| g et 2o LR p— |
E
| 8= | E oz |
z [P S — | 2 T TR—— | |
| F o eom v e i mam moon wmam s mime smoe E 0t i o o i e e e G 0
] Rank in Ordsred Datasst | & Rank in Ordersd Datasst | |
| [emchmentpofie —Fits —— Rarknarosis svoes| | [ = e seone] P
C| Enrichment plot: KEGG_FOCAL_ADHESION H Enrichment plot: KEGG_MTOR_SIGNALING_PATHWAY 1
| o1 |
| o= asaf |
ox | g aal I
[ | g m\ | |
I gow £ o ‘r |
| Eee | £.. r I
i | Eon d !
| oo | o W I |
| | | 1
I g | = !
[ . 2 PWGeamncommg |
8 oz | | o |
I g a 1
| fe e 2o | £om e I
| £ 1!
| Eum 5 o .
3 { [ — | 3 ot g ity conelatnd) | |
| B o eow i w0 oo mam somo mem w0 wim e 2 o o e e e e e e R
& Rank in Ordered Dataset | IS Rankin Ondered Dataset !
I [ emmcrnment prris —Fits — — Rartang rs ssores| L [ —re | ol
DI Enrichment plot: 1 Enrichment plot: KEGG_PATHWAYS_IN_CANCER |
KEGG_JAK_STAT_SIGNALING_PATHWAY
| = = = = 0.0 |
= il
I g § o= |
B = .
E E
§ £ oo
g i I
£ W ara
[ |
| I
[ g 1
4 3 o
(- H |
| g . 2 om o u 20t |
z £
| Ee= 5 o
= : TSP A S H TR |
| ° o v e wmo mm soo mm oo mam sox £ 0 som w00 ww o 00 30 30 V0N M0 O
£ Rank in Orderd Dataset 3 Rank In Ordred Dataset. |
I [ emmcrnment prris —pits —— Rartang rs scores | [ —m | |
E| Enrichment plot: KEGG_APOPTOSIS J Enrichment plot: KEGG_GLIOMA |
o1
! & o F\N’ |
u
| om \w w |
[
| 08 ;\\F- |
| ail N
N |
ol
| |
ax
| |
| |
02
| |
| BEE EAp— om CRR— |
az 02
| o (ragat . e argily 3 |
0 oom wom wom 20 2w « o omm o Mo o o Wow W0 WL 40 X
| |
ol Rank in Ordersd Datasst Rank in Ordersd Datasst
| [ Envicnment profie — vits Ranking metric seores [ —Hits i scores] |

Supplementary Figure 3. Gene set enrichment analysis (GSEA) was performed between the ATG-based high-risk and

low-risk groups based on the TCGA GBM cohort. Red box: regulation of autophagy and autophagy-related KEGG pathways. Blue
box: pathways in cancer and their related KEGG pathways, including glioma.
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Supplementary Figure 4. The prognostic performance of the nomogram demonstrated by the ROC curve for predicting the 0.5-, 1-, and 3-
year OS rate in the TCGA training cohort (A-C), CGGA Batch-1 validation cohort (D-F), and CGGA Batch-2 validation cohort (G-1).
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Supplementary Figure 5. The schematic diagram for constructing the prognostic prediction model based on autophagy
signature.
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