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Supplementary Figure 1. COL4As expression in hepatocellular carcinoma (HCC). The transcription levels of COL4A1 and COL4A2
were significantly upregulated in preneoplastic lesions (cirrhosis and dysplasia) and HCC tissues compared to normal tissues. (A) Dot plot
showing the COL4As mRNA levels in GEO dataset (GSE6764). Normal (n=10): normal liver; Cirrhosis (n=13): cirrhotic liver tissue; dysplasial
(n=10): low-grade dysplastic liver tissue; dysplasia2 (n=7): high-grade dysplastic liver tissue; HCC1(n=18): early HCC; HCC2 (n=8): advanced
HCC; HCC3 (n=9): very advanced HCC. Data are mean + SD. *, P < 0.05, **, P < 0.01, ***, P <0.001 (Student’s t-test). (B) Box plot showing the
fold change of COL4A1 and COL4A2 in preneoplastic lesion (cirrhosis) and HCC tissues compared to normal tissues in GSE14323 dataset (Mas
Liver, Oncomine). (C) Box plot showing the fold change of COL4A1 and COL4A2 in preneoplastic lesion (cirrhosis) and HCC tissues compared
to normal tissues in GSE6764 dataset (Wurmbach Liver, Oncomine). Student’s t-test was performed to generate a p-value.
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