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NONHSAT061240
Location (hg38): chr19:12234697-12239229
Strand: +
Class: antisense
Transcript size: 2268 bp
Exons: 2
Alternative transcript names: lnc-ZNF136-1:11
RNA sequence:
CATCACATCTCTACAGATTCTTCACGGAAAAATCCAGCAAAGCCTACTCCTTCTGGATGAAGTTCAGAGTCACATCTTCAAAGACCACCAAGCCGTGACATATCCCAGATATGTGTAGAGGAGGACAGGTGAAAGGCAGGATTGGGAACCCCACAGACCGCAGCTCCTCCCAGGAGAACCCCACACATGAGTCTGGATCCTCGCCATGATCCTCCCGTGGCCCCCACACAATCTGGGGAGACGCGGGGCCGCGGGCACTGCGCTGCCGAGAGGGCTCCGGACTGAGGCTGCAGTTGCTGCGCAGGGACGGCTCAGGATGCCCGGGGTCCCGGCTGCTGGCCCAGCCCCACCCTGTGGCCGAGGGGACCCAGGGACGAGCTGCGCCAGGGAGACTCGGGTCCGCAGACCCCGGAATCGCTGCTGACAGGCCCGGGTCCCACCACAGCAGGTCCCAACCAGCCCCTCCTCCCACCCGGCCTTGCACACTCACCATTTCCCGGCTCCCAGGTGTCCCGGGTCCTCCCTTGGCTCCGGAGATCAGTGCTGGTCACCACCGGACAGAAGCTGTGGTGGAGCCACCTCGGCCTCTGGAAGGCTGAATTCAGTGGGTTAGGGGAACAGGAGCCCCTTAGACTTGCGGAGCTTGGCCCCACCCTCCTGGCGGAGCGCCTGATTGGATAATTTACACGACCCCGCCCAGTACCCCTAGGATAGGAATCAAGCCCCACCCCCTAGGCCCGGGTTTCAGGAGAAGCCACGGAAAACTCGGAAGTGTGGAGCAGGATTGACAGGTTCTAGCAACAGCCCTCCCACCCCCCCGCCCAGGCCAGGCTTCCTTCTGGAGCTTGGACGTGACCCCACACTGGGGACATTTGCATTTAAGAAAAACTTGGCTCCAGGCTTTCCACAGTGGGCCCTGGCATCTTCCTATACTCACTGGGCCCTTTCTGTTTCTTCCTTCTGGACGGGGGTTCACAAGTGTGAGCAGGCAGTTCCACACTCCGTGTCCAATTGAGCCAGTACCTTTGCTGGAAGCTACTGGGCTGGAACAGGAGGGAGAGCCCAGATGTCTTCCAGGGATCAGGAATTTGGGATAAGCGGCTGGTGGCATGGCCAAGGCTTCCTCATACCTTATCTCAGTCTACCCATTTTCAGGGAAGAAAATGAAATATGCCAACAAGGGAACAAAAATTAAGTGCATGGAAAAAAGTTATACTACAGCAATATTCTGTAAAGAAATCAAAAGGGGCCGGGCGCGATGGCTCACCCTATAATCCCAGCACTTTGGGAGGCCAAGGTAGGAGGATCACCTGAGGTCAGGAGTTTGAGACCGCTCTGGCCAACATGGTGAAACCCCATTCTCTACTAAAAATACAAAAACTAGGCCAGGCGCGGTAGCTCACGCCTGTAATCCTAGCACTTTGGGAGGCCAAGGCGGGCGGACCACAAGGTCAAGAGATCAAGACTATCCTGGCCAACATGGTGAAACCCTGTCTCTACTAAAAATACCAAAAAAATCAGCTGGGCGTGGTGGCACGTGCCTGTAGTCAGAGCAGCTCGGGAGGTTGAGGCAGTAGAATTGCCTGAACCCGGGAGACAGAGGTTGCAGTGAGCCAAGATCACACCACTGCACTCCAGCCTGGCAACAGAGAGAGACTGTCTCAAAAAAAAAAAAAAAAAAAAAAATAGCTGGGCATGGTGGCACGTGCCTGTAATCCCAGCTACTCAGGAGGTCGAGGCAGGACAATCACTTGAACTCGGGAGGCGGAGGTTGCAGTGAGCCGAGATCGTGCCACTGCACTCCAGCCTGGGCAGCAGAGTAAGACTTCATTTCAAAAAATGGGAAGAACAGCAAACATTTTAACTAGCTCAGATAAGCATCCTCCTTCACAAGGAAAAGCCGCATTCAGAAAATGAATCACGTTCCCAACCTTAAGAGCCAGGTTCTGACTGCTGTAACGCAGCCCCAGAGGGGATCAGTCTGTGAGTTCCTGTCCCCTCAGTGTGGAAATGCTCCCTCCTTCAGGACCTTAATTTTCACCAGCAGGAAACTCTCACCTGGAATCAGCTTAAGGTTCTGATCTAAATAAACTGTCAAAATCATAAACCCATTCTCCAGAAGACAACCCAAACAAGTCTTTCTCTAAACCTGAACTAAACAGATTTTTTTAGAGGGAGTCTAGCTCTGTTGCCCAGGCTGGAGTGCAGTGGCGTGATCTCGGCTCACTGCAGCCCCCACCTCCCGGGTTCAAGCAGTTCTCCTGCCTC
