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Expression of ACTN3 in LIHC based on Sample types Expression of ARIDIA in LIHC based on Sample types Expression of CFTR in LIHC based on Sample types Expression of COXSB in LIHC based on Sample types E Exprassion of CSMD1 in LIHC based on Sample types.
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TCGA samples. TCOA samples.

Supplementary Figure 1. Expression patterns of 11 novel genes in TCGA database. (A) Expression pattern of the ACTN3 gene. P =
1.17E-02. (B) Expression pattern of ARIDI1A gene. P < 1.00E-12. (C) Expression pattern of CFTR gene. P > 0.05. (D) Expression pattern of COX5B
gene. P = 1.62E-12. (E) Expression pattern of CSMD1 gene. P = 1.11E-16. (F) Expression pattern of LRRC7 gene. P value > 0.05. (G) Expression
pattern of MAP4K3 gene. P < 1.00E-12. (H) Expression pattern of NBPF10 gene. P = 1.20E-02. (I) Expression pattern of PRKCG gene. P value =

1.54E-02. (J) Expression pattern of SENP3 gene. P = 1.62E-12.

Supplementary Figure 2. Survival patterns of 11 novel genes in TCGA database. (A) Survival pattern of ACTN3 gene. P value > 0.05.
(B) Survival pattern of ARID1A gene. P = 0.018. (C) Survival pattern of CFTR gene. P > 0.05. (D) Survival pattern of COX5B gene. P > 0.05. (E)
Survival pattern of CSMD1 gene. P = 0.025. (F) Survival pattern of LRRC7 gene. P > 0.05. (G) Survival pattern of MAP4K3 gene. P > 0.05. (H)
Survival pattern of NBPF10 gene. P> 0.05. (I) Survival pattern of PRKCG gene. P > 0.05. (J) Survival pattern of SENP3 gene. P = 0.0015.
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