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Supplementary Figure 1. The catabolism-related and inflammatory gene expression. Relative expressions of MMP1, MMP3,
MMP13, ADAMTSS5, TNF and IL6 by chondrocytes cultured under IL1B stimulation for 0-h, 12-h, 24-h and 48-h with all values normalized to
expression levels of GAPDH. The expression level of the above genes in groups under IL1B stimulation for 12-h, 24-h and 48-h significantly
increased compared with the group under IL1p stimulation for 0-h (the control). *p <0.05; **p < 0.01; ***p < 0.001.

24h

yuelg

i

0S¥ ao

Supplementary Figure 2. Cell proliferation and cell morphology. (A) Cell morphology after 24-h and 48-h incubation with or without
IL-1B (stained by phalloidin and DAPI). (B) Cell proliferation activity tested by CCK8. At 24-h, 48-h, and 72-h, the proliferation activities of cells

incubated with or without IL-18 show no significant difference.
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Supplementary Figure 3. The heatmap of correlations between cell clusters and previously-identified cell subpopulations.
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Supplementary Figure 4. The distribution of cells along the pseudo-time trajectory. (A) The distribution of each states along the
pseudo-time trajectory. (B) The split distribution of each clusters along the pseudo-time trajectory.
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