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Supplementary Figure 1. PPl network of 240 DEGs based on the STRING database. Red nodes denote the upregulated genes, while
blue nodes denote the downregulated genes. PPI, protein-protein interaction. DEGs, differentially expressed genes. PPI, protein-protein
interaction. STRING, Search Tool for the Retrieval of Interacting Genes.
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Supplementary Figure 2. Stratified survival analysis according to clinicopathological features.
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Supplementary Figure 3. Common KEGG pathways enriched by robust DEGs of HBV-HCC and HCV-HCC. (A) Venn plot showing
the common or individual pathways enriched by the upregulated genes of HCV-HCC and HBV-HCC. (B) Venn plot showing the common or
individual pathways enriched by the downregulated genes of HCV-HCC and HBV-HCC. HBV-HCC, HBV - associated HCC. HCV-HCC, HCV-
associated HCC. KEGG, Kyoto Encyclopedia of Genes and Genomes. DEGs, differentially expressed genes.
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