SUPPLEMENTARY TABLE

Supplementary Table 1. Significant changes in transcriptional levels of circadian rhythm-
related PER (period) and CRY (cryptochrome) family members in lung adenocarcinoma
(LUAD) patients (using the Oncomine database).

LUAD vs. normal Fold change t- test P-value Ref

PER1 Lung Adenocarcinoma -5.555 -5.002 3.35E-5 [1]

Lung Adenocarcinoma -1.717 -6.597 1.38E-7 [2]

Lung Adenocarcinoma -2.125 -10.850 8.29E-19 [3]

Lung Adenocarcinoma -1.861 -5.451 6.23E-7 [4]

Lung Adenocarcinoma -2.148 -7.754 1.77E-8 [5]

PER2 Lung Adenocarcinoma -1.803 -5.958 1.29E-7 [4]

PER3 Lung Adenocarcinoma -2.024 -6.727 1.05E-9 [6]

CRY1 Lung Adenocarcinoma -2.058 -5.304 1.39E-6 [4]

Lung Adenocarcinoma -1.702 -8.168 5.10E-13 [6]

CRY2 Lung Adenocarcinoma -1.836 -8.556 9.60E-13 [6]

Lung Adenocarcinoma -3.450 -4,537 2.47E-5 [4]
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